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Studies on the Prevention of Aerobic Spoilage of Silage
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Abbreviations

aa amino acids

ATCC American Type Culture Collection

ATP adenosine 5'-triphosphate

ADP adenosine 5-diphosphate

AHC alfalfa hay cube

BOD biological oxygen demand

cfu colony forming unit

CBS Centraalbureau voor Schimmelculturss, The Netherlands

CHEF contour-clamped homogeneous electric field

Da dalton

DDBJ DNA Data Bank of Japan

DMSO dimethylsulfoxide

DTT dithiothreitol

dsRNA double strand RNA

DM dry matter

EDTA ethylenediaminetetraacetic acid

EMBL European Molecular Biology Laboratory, Germany

FDA United States Food and Drug Administration

G418 geneticine

GDP gross domestic product

GenBank - GenBank in National Center for Biotechnology Information
(NCBI), USA

GRAS Generaily Recognized As Safe

HPILLC high performance liquid chromatography

IFO Institute for Fermentation, Osaka, Japan

oD optical density ‘

OECD Organization for Economic Co-Operation and Development

ORF open reading frame

PCR polymerase chain reaction

PEG polysthylene glycol

PEPCK phosphoenolpyruvate carboxykinase

Sbs sodium dodecyl sulfate

uv ultra violet

L.LDH lactate dehydrogenase
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MAFF
NAD
NADP
NCYC
nt
NRRL
SCP
YGSC

Ministry of Agriculture, Forestry and Fisheries, Japan
nicotinamide adenine dinucleotide

nicotinamide adenine dinucleotide phosphate

National Collection of Yeast Cultures, UK.

nuclectides

Agriculture Research Service Cuiture Collection, USA.
single cell protein

Yeast Genetic Stock Center, USA.
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