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In this project, we found that Tcll enhances the metabolic shift from
mitochondrial respiration to glycolysis during iPSC generation and improves the efficiency of i1PSC
generation. In addition, iPSC promotes the metabolic shift at the late stage rather than the early
stage of iPSC generation. Over-expression of exogenous Tcll during iPSC generation not only promotes

the metabolic shift and increases the efficiency of iPSC generation, but also reduces the
production of reactive oxygen species (ROS), which may damage the genome of the derived iPSCs. Our
results raised the possibility that Tcll over-expression improves the quality of the derived iPSCs,
probably via reduction of the DNA damages that occur during iPSC generation.
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