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Exploration of disease associated pathway and IncRNA in connective tissue
diseases by a comprehensive expression analysis
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It is likely that multiple genetic factors contribute to the pathogenesis of
ANCA-associated vasculitis (AAV) and systemic lupus erythematosus (SLE). However, actual genetic
variants that play a role in the pathogenesis have not fully determined. In this study, we tried to
find new susceptibility genes by focusing on single nucleotide variant (SNV) which may potentially
affect gene expression. Initially, we searched for disease-associated pathway genes and long
non-coding RNA (IncRNA) by a comprehensive expression analysis. This analysis suggested that
interferon pathway and IncRNA are substantially involved in the pathogenesis of AAV and SLE.
Subsequent association study targeted to SNVs of the differentially expressed IncRNAs in the
diseases identified ATPG6VOE2-AS1 as a potential susceptibility gene to AAV.
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