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NEC, TP53 codon72 AR T & ARHIRIZ B & ORI BIE N e W R ET 217 -
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FER . TP53 codon72 DT L IVHEE X Z 241 Arg/Arg 1% 37%(38/103), Arg/Pro
1% 42%(43/103) . Pro/Pro 1% 21%(22/103) Toh -7z, £ RAMAZE 1T 50 BB T
D5 H 1L BIETBEMET, ZREEOEND DD FGER3 (33%), TP53 (29%),
PIK3CA (25%), HRAS (13%), KRAS (11%), AKT1 (3%), CTNNBI (3%), ATM (1%),
BRAF (1%) , NRAS (1%), RBI (1%) Toh o7z, ZELHEE D&\ FGFR3, TP53, PIK3CA,
RAS (KRAS, HRAS, NRAS) \Z 3 H U LL1& @ At 2 417 - 7=, FGFR3 78 3% 1%
Arg/Arg, Arg/Pro 7 L V% & DB 1TL < PIK3CA 25413 Arg/Arg 7 LV % D
BEIZE DN, TNENMEIFHAEEN R O (p<0.01, p=0.04) . 5
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