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Splicing mechanisms of a novel split intron and evolution of the mRNA maturation
process in eukaryotes
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We previously found novel split introns in the divergent protozoan parasite,

Giardia intestinalis. In this project, we explored distribution of the split and ordinary introns in the
Giardia genome. In addition to the four ordinary and four split introns that were already identified, we
newly found two ordinary and one split introns. The ordinary introns were present in the separate two
genes whose functions were unknown, while a split intron found in the RNA-dependent helicase p68 gene,
the coding region of which was split, and N- and C-terminal portions of the gene were located distantly
in the Giardia genome. To further investigate the splicing machinery of the split intron, and to compare
the Giardia spliceosome which can splice both ordinary and split introns with other spliceosomes from
diverse eukaryotes, we started biochemical analyses to purify intact spliceosomes from Giardia.
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