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To identify host factors systematically, we tried to develop a system in which yeast cells
support the replication and transcription of the influenza virus genome depending on
transfected vRNP complexes. Yeast is a good model eukaryotic cell with merits including
the well-established genetics and the entire genome information for the genome—wide
screening. Using a genome—wide set of yeast single—gene deletion strains, we fished
several host factor candidates affecting viral RNA synthesis. We found that among them,
Tat—SF1 and Prpl8 were a stimulatory host factor in the influenza virus RNA synthesis.
Tat—SF1 and Prpl8 interacted with NP free of RNP that but not with associated with RNA,
and facilitates formation of RNA-NP complexes.
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