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Behind the diverse phenotypes of asthma and COPD, there are complex
molecular networks (endotypes) driven by multiple genetic and environmental factors, and the
elucidation of molecular networks established by gene-gene interactions is essential for
understanding their pathogenesis. In this study, we specifically identified 1) the interaction
between rhinovirus susceptibility CDHR3 gene and atopy-related genetic risk score in the development

of asthma and COPD, 2) the interaction between CDHR3 gene and ORMDL3 gene, an ER stress response
molecule, and 3) the significant associations between eQTLs at the ETS translocation variant (ETV4),
which defines asthma-related gene expression network, and asthma development as well as serum IL-6
levels in healthy subjects.
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