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We previously identified association of HLA-DRB1*13:02 with protection
against, and that of HLA-DRB1*09:01-DQB1*03:03 haplotype with susceptibility to, multiple autoimmune
diseases including MPO-ANCA positive vasculitis in the Japanese population. In this study, we made

an attempt to identify the causal variants which can account for the genetic association of these
haplotypes. As for the protective association, the role for HLA-DRB1*13:02 itself was supported.
With respect to the predispositional association, novel variants located in the upstream region of
HLA-DRA and are in linkage disequilibrium with DRB1*09:01 were suggested to play an independent
role. These variants were shown to be associated with expression level of HLA-DQALl and DQB1 by eQTL
analysis. These results imply that multiple variants with an independent contribution are carried by
the DRB1*09:01 haplotype, some of which may be associated by a mechanism other than the antigenic
peptide specificity.
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