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Elucidation of reproductive isolating mechanism between rapeseed and transgenic
rapeseed in sympatry
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o In this study, in order to elucidate the reproductive isolating mechanism in
transgenic oilseed rape, the chloroplast SSR marker was used to understand the genetic background

based on the chloroplast information in the feral oilseed rape.

By analysis using the chloroplast SSR markers of 5 chloroplast regions and creating a phylogenetic
tree, the Japanese oilseed rape strains native to Japan were classified into 27 haplotypes. Also, 83
% of them were classified into 4 clades. Moreover, the distribution of transgenic oilseed rape in

the clade suggested again the existence of a reproductive isolating mechanism.
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