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Table 1. Gene expression changes of glycolysis and
gluconeogenesis metabolism in rat skeletal muscle
following two weeks taurine supplementation in the
microarray analyses

Genebank Symbol Discription Fold p-value
NM_012558 Fbp! fructose-16- biphosphatase 1 162 412E-03
NM_001106007 Pgm2  phosphoglucomutase 2 130 007
NM_ 012949 Enal  enclase 3, beta, muscle 120 020
NM_ 053716 Fbp?  fructose=1G-bisphosphatase 2 109 055
NM_ 017328 Pgam2 phosphoglycerate mutase 2 107 062
NM_012638 Pygm  phosphorylase, glycogen, muscle 104 0.06
NM_017008 Gapdh  glyceraldehyde-3-phospt dehy drog 100 099
NM_ 001108772 Pgmd  phosphoglucomutase 093 089
NM_ 012497 Aldoc  aldolase C. fructose-bisphosphats 086 081
NM_012495 Aldoa  aldolase A, fructose-bisphosphats 094 068
NM 012735 Hk2  hexckinase 2 054 017
NM 012554 Enol enclase 1, (alpha) [vk:]] 051
NM_D53287 Pkm2 pyruvate kinase, muscle om 050
NM_017025 Lidha lactate debydropenase A oo 050
NI 053291 Pgkl  phosphoglycerate kinase 1 090 047
NM_207582 Gpi plucose phosphate icomerace [1}: 1] o4
NR_ 003722 Gapdh-ps| glyceraldehyde-3-phosphate dehydrogenase. pseudogene 1 0.88 0.39
NM_012751 Slc2od  solute corrier family 2, member 4 088 0.36
NM_001109454 Pem2l1  phosphoglucomutase 2-like 087 042
NI 012734 Hkl  hexoki i 067 0.0

Table 2. Gene expression changes of serine, glycine
and threonine metabolism in rat skeletal muscle
following two weeks taurine supplementation in the
microarray analyses

Genebank Symbol Discription Fold p-value
NM 017084 Gnmt. glycine N-methyltransferase 153 no2
NM_ 031582 Accd amine oxidase, copper containing 3 141 naz
NM 012522 Chs eystathionine beta synthase 118 041
XM 343764 Maoa Amine oxidase [flavin-containing] A 114 040
NM_030850 Bhmt betaine=h i hyl 112 045
NM 053062 Sds serine dehydratase 107 063
HM_199385 Did ibydroli ide dehydrog 107 06z
MM 031031 Gatrn glycine amidinotransferase 105 085
NM_013187 Alas? aminolevulinate, delta=, synthase 2 104 o081
NM 001047342 Shmtl serine hydroxymethyltransfernse 1 008 040
NM 001024277 Geat glycine C-acetyltransferase 096 078
NM_D01009579 Psph phesphoserine phosphatase 095 0I5
MM 030656 Agut alanine-glyoxylate aminotransferase 094 012
MM 001008322 Shmt2 serine hydroxymethyltransferase 2 094 066
NM_001109449 Glyctk flycerate kinase 0.64 021
NM_031620 Phgdh phosphoglycerate dehydrogenass 076 007
NM_001014004 Amt aminomethyltransferase 060 005
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Supplemental table 1. All gene whose expression

were changed by two weeks taurine
supplementation in the microarray analyses
Genebank Symbol Fold p-value
NM_ 023103 Mugl 5.04 1.08E-13
NM 134326 Alb 372 1.62E-12
NM_020071 Feb 349 206E-09
NM_01 2901 Ambp 320 528E-10
NM_024143 Sle27ad 284 6.79E-07
NM 203325 Mup5 278 237E-09
NM_012824 Apoct 273 1.29E-08
AI010917 AID10917 2.70 1.27E-07
Al575641 Alb 75641 269 9.18E-07
NM_147213 LOC259245 262 1.05E-07
AADB9818I AA998181 243 2.68E-06
NM_147212 LOC259244 242 1.34E-07
AW140918 AW140918 2.33 6.41E-07
NM_012582 Hp 2.26 6.71E-07
BF403892 BF403892 223 BY4E06
BI275582 BI275562 218 7.94E-05
AW918981 AWS18981 2.15 8.57E-04
AAS01338 AA901338 210 224E-05
AABI9970 AAB99970 208 1.30E-04
Al105064 Al105064 208 3.89E-06
NM_001 108536 Tubel 208 237E-05
AAS55851 AA9S55851 205  2.88E-04
AAB49763 AAB49763 2.04 1.11E-03
BQI94250 BQ194250 204  9.04E-05
BG378637 BG194250 203 1.24E-05
Al045870 Al045870 201 9.00E-04
NM 031982 Trovi 200 653E-04
NM_001033706 Aldhi6at 050 1.10E-03
NM_001105841 Ptrf 050  7.04E-03
XM_220940 Tmem101 0.50 206E-03
NM_001000944 Qlr1472 0.50 1.69E-04
NM_001107788 Gzt 049 1.20E-02
NM_001004277 Pla2g15 049 3.22E-04
Al01197 Al101197 049 448E-04
NM_001130695 Ze3hlb 049 5.13E-03
NM_057210 Sv2a 049 6.34E-04
NM_001170348 kif26a 048 9.84E-03
NM_022238 Abcb8 048 9.11E-05
NM_053366 Rabba 047 208E-04
NM_001108483 Snm70 047 1.94E-03
ENSRNOT00000010471 Pak6 046 473E-03
NM_001047885 Arse 046 246E-04
NM_001107166 Troo2 046 117E-04
TC593770 TC593770 046 6.63E-04
NM_001107193 Tbx19 046 3.09E-03
NM_ 031070 Nell2 046  9.60E-05
BQ199246 BG199246 045  228E-03
NM_001012115 Creb3l3 045  B46E-04
NM_001108495 Relt 044  371E-06
BG782195 BG782195 044  927E-04
BE110169 BE110169 043  6.85E-04
Al411618 Al411618 043 1.33E-03
AABYY157 AAB99157 043  7.89E-04
XM_218336 Erf 042  933E-04
NM_017034 Pimi 042 5.86E-05
BC083847 RGD1308143 042 9.97E-06
NM_001012103 Trim32 042 5.34E-04
XM_343995 Chmp2b 041 1.35E-05
NM_001109302 Srf 0.39 1.10E-05
Al045775 Al0D45775 0.39 6.55E-05
NM_012868 Npr3 0.38 6.67E-06
NM_013195 12rb 036  352E-06
BC107453 BC107453 0.36 T13E-05
CB545427 CB545427 036  7.16E-06
NM_001106140 Atp8bl 032 1.59E-06
NM_032063 DIl 029 1.71E-08
NM_138511 Goe2 028 38E-08
CB547990 CB547990 028 181E-10
NM_138867 Hyoul 026 6.36E-08




